
Purpose: We analyzed the genotype and allele frequency 
of variable number tandem repeats (VNTR)-thymidylate 
synthase (TS) and its relationship with the disease evolu-
tion in colon cancer patients. 

Methods: We selected 24 paraffin-embedded colon cancer 
tissue samples from Mexican patients who received a 5-flu-
orouracil (5-FU)-based chemotherapy regimen. Tumor tis-
sue was digested with proteinase K and genomic DNA was 
isolated by the standard method with phenol-chloroform ex-
traction. Polymerase chain reaction (PCR) was performed 
for TS genotyping of VNTR and the results were evaluated 
directly in a stained agarose gel. 

Results: The allele frequency of 2 repeats (2R) was greater 
(0.66) than 3R (0.34) in metastatic colon cancer (x2=10.24; 
p=0.001); however, no difference in allelic distribution be-
tween 2R (0.54) and 3R (0.46) in non metastatic patients 
was observed (x2=0.640; p=0.424). 

Conclusion: Our results suggest that Mexican patients 
with colon cancer present differences in the allelic distribu-
tion, the 2R allele being the most frequent.
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In Mexico, colon cancer represents 3.8% of 
new cancer cases [1]. Its incidence is higher in the 
Mexican northern states, which, despite their peo-
ple having the highest income among Mexican 
states in general, they have non healthy dietary 
habits (high meat and animal fat consumption 
and low intake of vegetable fibers) in comparison 
with the southern states’ population [2,3]. 

Chemotherapy is essential to provide a chance 

for cure or increase the survival of patients with 
advanced disease, with 5-FU plus leucovorin (5-
FU/LV) being the regimen most patients are ad-
ministered [4]. Pharmacogenetics allows under-
standing of the association between genetic vari-
ations and drug response [5,6]. Genetic variability 
implies kinetic differences among those enzymes 
devoted to metabolize drugs. Therefore, genetic 
variability of these enzymes influences toxicity of 
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